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Generating clinically relevant insights
from single-cell data

ScaiVision performs best-in-class at
predicting sample end-points
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Conclusions

+ ScaiVision performs as the best-in-class algorithm at identifying molecular biomarkers,
which accurately predict clinical status of the samples

« Analysis with ScaiVision unlocks an unparalleled level of high-resolution and clinically
relevant discoveries in single-cell datasets
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Scailyte explains success and failure
in Cell and Gene Therapy
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ScaiVision identifies CAR-T cells predictive
of complete remission in DLBCL

The network predicts

Train ScaiVision complete remission with

Deng et al. (2020). network 87.5 % accuracy...
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